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RAW SEQUENCE LISTING DATE : 01/10/2002 

PATENT APPLICATION: US/09/965,099 TIME: 09:26:42 

Input Set : N:\Crf3\RULE60\09965099.txt 
Output Set: N:\CRF3\01102002\I965099.raw 

SEQUENCE LISTING 
3 (1) GENERAL INFORMATION: 

5 (i) APPLICANT: Blackburn, Michael 

6 Feuerstein, Giora 

7 Patel, Arunbhai 

9 (ii) TITLE OF INVENTION: ANTICOAGULANT AGENTS USEFUL IN 

10 , TREATMENT OF THROMBOSIS 

12 (Hi) NUMBER OF SEQUENCES: 111 

14 (iv) CORRESPONDENCE ADDRESS: 

15 < A > ADDRESSEE : SmithKline Beecham Corporation 

16 (B) STREET: 709 Swedeland Road 

17 (C) CITY: King of Prussia 

18 (D) STATE: PA 

19 ( E ) COUNTRY: USA E^TE 



20 (F) ZIP: 19406 

22 (v) COMPUTER READABLE FORM: 

23 (A) MEDIUM TYPE: Diskette 

24 (B) COMPUTER: IBM Compatible 

25 (C) OPERATING SYSTEM: DOS 

26 ( D ) SOFTWARE : FastSEQ Version 1.5 

2 8 (vi) CURRENT APPLICATION DATA: 

29 ( A ) APPLICATION NUMBER: US/09/965,099 
C "~ > 30 (B) FILING DATE: 26-Sep-2001 

31 (C) CLASSIFICATION: 

33 (vii) PRIOR APPLICATION DATA: 

34 (A) APPLICATION NUMBER: 09/346,487 

35 (B) FILING DATE: 

39 (viii) ATTORNEY/AGENT INFORMATION: 

40 (A) NAME: Baumeister, Kirk 

41 (B) REGISTRATION NUMBER: 33,833 

42 (C) REFERENCE/DOCKET NUMBER: P50438-1 

44 (ix) TELECOMMUNICATION INFORMATION: 

45 (A) TELEPHONE: 610-270-5096 

46 (B) TELEFAX: 

47 (C) TELEX: 

50 (2) INFORMATION FOR SEQ ID NO : 1: 

52 (i) SEQUENCE CHARACTERISTICS: 

53 (A) LENGTH: 20 base pairs 

54 (B) TYPE: nucleic acid 

55 (C) STRANDEDNESS : single 

56 (D) TOPOLOGY: linear 

58 (ii) MOLECULE TYPE: cDNA 

59 (iii) HYPOTHETICAL: NO 

60 (iv) ANTI- SENSE: NO 
W--> 61 ( V ) FRAGMENT TYPE: 

62 (vi) ORIGINAL SOURCE: 

64 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1: 




C--> 29 
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RAW SEQUENCE LISTING DATE : 01/10/2002 

PATENT APPLICATION: US/09/965,099 TIME: 09:26:42 

Input Set : N:\Crf3\RULE60\09965099.txt 
Output Set: N : \CRF3\01102002\I965099 ♦ raw 

66 CATCCTAGAG TCACCGAGGA 

68 (2) INFORMATION FOR SEQ ID NO: 2: 20 

70 (i) SEQUENCE CHARACTERISTICS: 

71 (A) LENGTH: 21 base pairs 

72 (B) TYPE: nucleic acid 

73 (C) STRANDEDNESS : single 

74 (D) TOPOLOGY: linear 

76 (ii) MOLECULE TYPE: cDNA 

77 (iii) HYPOTHETICAL: NO 

78 (iv) ANTI-SENSE: NO 
W--> 79 (v) FRAGMENT TYPE: 

80 (vi) ORIGINAL SOURCE: 

82 (xi) SEQUENCE DESCRIPTION: SEQ ID NO • 2- 

84 AGCTGCCCAA AGTGCCCAAG C 

86 (2) INFORMATION FOR SEQ ID NO: 3: 21 

88 (i) SEQUENCE CHARACTERISTICS: 

89 (A) LENGTH: 36 base pairs 

90 (B) TYPE: nucleic acid 

91 (C) STRANDEDNESS: single 

92 (D) TOPOLOGY: linear 

94 (ii) MOLECULE TYPE: cDNA 

95 (iii) HYPOTHETICAL: NO 

96 (iv) ANTI- SENSE: NO 
W--> 97 ( V ) FRAGMENT TYPE: 

98 (vi) ORIGINAL SOURCE: 

100 (xi) SEQUENCE DESCRIPTION: SEQ ID NO • 3- 

102 CTAACACTCA TTCCTGTTGA AGCTCTTGAC AATGGG ' , c 

104 (2) INFORMATION FOR SEQ ID NO: 4: 

106 (i) SEQUENCE CHARACTERISTICS: 

107 (A) LENGTH: 21 base pairs 

108 (B) TYPE: nucleic acid 

109 (C) STRANDEDNESS: single 

110 (D) TOPOLOGY: linear 

112 (ii) MOLECULE TYPE: cDNA 

113 (iii) HYPOTHETICAL: NO 

114 (iv) ANTI -SENSE: NO 
W--> 115 (v) FRAGMENT TYPE: 

116 (vi) ORIGINAL SOURCE: 

118 (xi) SEQUENCE DESCRIPTION: SEQ ID NO : 4- 

120 GATTTTCARG TGCAGATTTT C 

122 (2) INFORMATION FOR SEQ ID NO: 5: 21 

1 2 4 (i) SEQUENCE CHARACTERISTICS: 

125 (A) LENGTH: 363 base pairs 

126 (B) TYPE: nucleic acid 

127 (C) STRANDEDNESS: single 

128 (D) TOPOLOGY: linear 

130 (ii) MOLECULE TYPE: cDNA 

131 (iii) HYPOTHETICAL: NO 

132 (iv) ANTI-SENSE: NO 



file://C:\Crf3\Outhold\VsrI965099.htm 



1/10/02 



Page 3 of 8 



RAW SEQUENCE LISTING DATE : 01/10/2002 

PATENT APPLICATION : US/09/965,099 TIME: 09:26:42 

Input Set : N:\Crf3\RULE60\09965099.txt 
Output Set: N:\CRF3\01102002\I965099.raw 



W--> 133 (v) FRAGMENT TYPE: 

134 (vi) ORIGINAL SOURCE 

136 (xi) SEQUENCE DESCRIPTION: SEQ ID NO : 5: 



n ,o CAGATCCAGT TGGTGCAGTC TGGACCTGAG CTGAAGAAGC CTGGAGAGAC AGTCAAGATC fin 

\ll ^ CAAGG CTTCTGGGTA CACCTTCACA AACTATGGAA TGAACTGGGT GAAGCAGGCT 120 

140 CCAGGAAAGG GTTTAAAGTG GATGGGCTGG ATAAACACCA GAAATGGAAA GTCAACATAT ill 

A, ZrT GACT TCAAGGGACG GTTTGCCTTC TCTTTGGAAA GCTCTGCCAG C*c£S2£ 240 

142 TTGCAGATCG ACAACCTCAA AGATGAGGAC ACGGCTACAT ATTTCTGTAC AAGAgS^G 300 

AATATGGATG GTTACTTCCC TTTTACTTAC TGGGGCCAAG GGACTCTGGT ctcTGT^TCT 36 



146 (2) INFORMATION FOR SEQ ID NO : 6: 

148 (i) SEQUENCE CHARACTERISTICS: 

149 (A) LENGTH : 321 base pairs 

150 (B) TYPE: nucleic acid 

151 (C) STRANDEDNESS : single 

152 (D) TOPOLOGY: linear 

154 (ii) MOLECULE TYPE: cDNA 

155 (iii) HYPOTHETICAL: NO 

156 (iv) ANTI-SENSE: NO 
W--> 157 ( V ) FRAGMENT TYPE: 

158 (vi) ORIGINAL SOURCE: 

160 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 6: 



185 
186 
187 

188 " 20 



Thr Val Lys lie Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Asn Tyr 



189 
190 
191 
192 
193 



25 30 



Gly Met Asn Trp Val Lys Gin Ala Pro Gly Lys Gly Leu Lys Trp Met 
iy ° 35 40 4 5 



Gly Trp lie Asn Thr Arg Asn Gly Lys Ser Thr Tyr Val Asp Asp Phe 
Lys Gly Arg Phe Ala Phe Ser Leu Glu Ser Ser Ala Ser Thr Ala Asn 



363 



CAAATTGTTC TCTCCCAGTC TCCAGCAATC CTGTCTGCAT CTCCAGGGGA GAAGGTCACA GO 

163 ATGACTTGCA GGGCCAGCTC AAGTGTAAAT TACATGCACT GGTACCAGCA GAAGCCAGGA 120 

164 TCCTCCCCCA AACCCTGGAT TTATGCCACA TCCAACCTGG CTTCTGGAGT C^TGcJcGC 180 
166 GTGGGTCTGG GACCTCTTAC TCTCTCACAA TCAGCAGAGT GGAGGCTGAA 240 

U7 ACSSS 2S£S a 0 ^™ 5 A ™ TTMCC CftCGMCCTT — — »~ 

169 (2) INFORMATION FOR SEQ ID NO : 7: 321 

171 (i) SEQUENCE CHARACTERISTICS: 

172 (A) LENGTH: 121 amino acids 

173 (B) TYPE: amino acid 

174 (C) STRANDEDNESS: single 

175 (D) TOPOLOGY: linear 

177 (ii) MOLECULE TYPE: peptide 

178 (iii) HYPOTHETICAL: NO 

179 (iv) ANTI- SENSE: NO 

180 ( V ) FRAGMENT TYPE: internal 

181 (vi) ORIGINAL SOURCE: 

183 (xi) SEQUENCE DESCRIPTION: SEQ ID NO • 7- 

Gin lie Gin Leu Val Gin Ser Gly Pro Glu Leu Lys Lys Pro Gly Glu 
15 10 15 
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RAW SEQUENCE LISTING ™ m „ „ 

PATENT APP LI CATI 0 „ : „ S/09/965 , 099 S2| J^/JJ" 

Input Set : N:\Crf3\BULE60\09965099.txt 
Output Set: N:\CRF3\01102002\I965099 ira* 

70 7 c 
195 Leu Gln He ASP A sn Leu Lys Asp Glu Asp Thr ^ ^ ^ ^ « 

Thr Arg Glu ; iy Asn Met Asp Gly ^ ^ p ^ p ^ ^ ^ ^ ^ 



194 65 70 



196 
197 
198 
199 



Gin Gly Thr Leu Val Thr Val Ser Ala 

200 115 120 
202 (2) INFORMATION FOR SEQ ID NO: 8- 

204 (i) SEQUENCE CHARACTERISTICS- 

lVt < A ) LENGTH : 5 amino acids 

;?! (B) TYPE: amino acid 

207 (C) STRANDEDNESS : single 

208 (D) TOPOLOGY: linear 

210 (ii) MOLECULE TYPE: peptide 

211 (iii) HYPOTHETICAL: NO 

212 (iv) ANTI- SENSE: NO 

213 (v) FRAGMENT TYPE: internal 

214 (vi) ORIGINAL SOURCE 



a SEQUENCE DESCRIPTION: SEQ ID NO: 8 

218 Asn Tyr r,iv a — °' 

219 1 



Asn Tyr Gly Met Asn 
1 5 
221 (2) INFORMATION FOR SEQ ID NO : 9: 
223 ( ij SEQUENCE CHARACTERISTICS- 

lit < A ) LENGTH : 17 amino acids 

iiz (B > TYPE: amino acid 

iii < C > STRANDEDNESS: single 

221 _ (D) TOPOLOGY: linear 

229 (ii) MOLECULE TYPE: peptide 

230 (iii) HYPOTHETICAL: NO 

231 (iv) ANTI-SENSE: NO 

232 ( V ) FRAGMENT TYPE: internal 
(vi) ORIGINAL SOURCE: 

235 (xi) SEQUENCE DESCRIPTION: SEQ ID NO • 9- 

237 Trp lie Asn Tnr A , g Asn Gly Lys ^ ^ 

239 Gly 10 15 

242 (2) INFORMATION FOR SEQ ID NO : 10- 
244 (i) SEQUENCE CHARACTERISTICS- 

1.1 < A ) LENGTH: 12 amino acids 

i\* (B) TYPE : amino acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 
2.50 MOLECULE TYPE: peptide 
^1 (iii) HYPOTHETICAL: NO 

252 (i V ) ANTI-SENSE: NO 

253 ( V ) FRAGMENT TYPE: internal 
^4 (Vi) ORIGINAL SOURCE- 

n { nV SEQDENCE DESCRIPTION: SEQ ID NO: 10- 
Glu Gly Asn Met Asp Gly Tyr Phe Pro Phe Thr' T yr 



256 
258 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/965,099 ^ f/£'™ 2 

Input set : Ns\Crf3\RULE60\09965099 txt 
Output Set: N:\CRF3\01102002\I965099-L 



259 1 5 

261 (2) INFORMATION FOR SEQ ID NO- 11- " 
263 (i) SEQUENCE CHARACTERISTICS-' 

(A) LENGTH : 107 amino acids 
< B ) Ty PE: amino acid 
< C > STRANDEDNESS: single 
ZZl .. < D ) TOPOLOGY: linear 

III MOLECULE TYPE: peptide 

270 (ui) HYPOTHETICAL: NO 

271 (iv) ANTI- SENSE: NO 

272 ( V ) FRAGMENT TYPE: internal 
^'3 (Vi) ORIGINAL SOURCE- 



- - u. v al ^ s„ „„ ^-IT -■»■„„ ila _ 

™ «u * S V Sl ^ M « Iht cys irg « ^ „ ^ 

£ «U Tr p , |r Gln Gln lys Sk Sk ^ ^ ^ * ^ 

,83 ^ Ser is „ Le „ AU My ju ^ „ ^ ^ 

»» ci, se r Sly Thr s „ s „ ^ Ihr iu ~ vw ^ 

»J «. «. T ht ^ r Iyr cys Gln Q1 „ £ ne ^ „ 



290 



Phe Gly Gly Gly Thr Lys Leu Glu Ile Lys Arg 

292 (2) INFORMATION FOR SEQ ID NO: 1 2 105 

(i) SEQUENCE CHARACTERISTICS- 
2Q6 (A) LE NGTH: 10 amino acids 

i* < B > TYPE : amino acid 

2 g' ( C ) STRANDEDNESS: single 

tnn ■■ (D) TOP °LOGY: linear 

301 MOLECULE TYPE: peptide 
HYPOTHETICAL: NO 

302 (iv) ANTI -SENSE: NO 

303 ( v) FRAGMENT TYPE: internal 
Hi (V1> ORIGINAL SOURCE: 

30 Arg^a 1™%?™*?™*°"-- SEQ ID *>- 12: 

«rg Ala Ser Ser Ser Val Asn Tyr Met His 



309 



311 (2) INFORMATION FOR SEQ ID NO- 13- 
(1) SEQUENCE CHARACTERISTICS- 
31 c (A > LENGTH: 7 amino acids 

t:Z (B) TYPE: amino acid 

< C > STRANDEDNESS: single 
it L .. (D) TOPOLOGY : linear 

„n f" } MOLECULE TYPE: peptide 

■«° HYPOTHETICAL: NO 
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L 
L 
L 
L 
L 
L; 
L: 
L: 
L: 
L: 
L 
L 
L 
L: 
L: 
L: 
L: 
L: 
L: 
L 
L 
L 
L: 
L: 
L: 
L: 
L: 
L: 
L 
L 
L 
L 
L 
L ; 
L: 
L: 
L: 
L: 
L: 
L; 
L: 
L: 
L: 
L 
L 
L 
L 
L: 



VERIFICATION SUMMARY 
PATENT APPLICATION: US/09/965, 099 

Input Set : N:\Crf3\RULE60\09965099 t.t 
Output Set: N:\CR F 3\0110 2 00 A L 65 09 9 ?xaw 



DATE: 01/10/2002 
TIME: 09:26:43 



W: 
W: 
W: 



29 M:220 C: Keyword misspelled 

30 M:220 C: Keyword misspelled or J 0 "**' [ (A) a ^"CA T ion number: 
61 M.-246 W: Invalid value of AlpL f ° rmat ' [ < B > FI "NG DATE:] 

79 M.-246 W: Invalid value of JJSta s2, Fleld ' t FRAGMENT TYPE • 1 

2S2 S= 2 S ™ ^ C ~ T TYPE 

Invalid 2 ££ S ^ ^ 

invalid value 6f ST"" Pield ' 

invalid value of AlpS £ " Pield ' 
invalid value of tllT* t * * Header Pield ' 
invalid value of JSa ST" 6 Pield ' 
invalid value of aS! f quence Heade ^ Field, 
invalid value of AlSa sT**™ Pield ' 
invalid value of aSJ f qUenCe Heade ^ Field, 
invalid value of llTa Pield ' 
invalid value of A1d f guence H ^der Field, 
invalid value of A^Sa I H * ader Field ' 

invalid value of 12^°" Header Field ' 

invalid value of AlDha J qUence Header Field, 
invalid value of £2£ stT^ Pield ' 
invalid value of Mn£j f gUence Head ^ Field, 
invalid value of f gUence Hea ^ Field, 

S22 =S 2 S = S - 

£=32 =£ sS: 1— 

■ inv.ii'H i Pha Se< 3 ue nce Header Field 

. invalid value of Ain>i=> c^«, ieiQ ' 
invalid value of a l S Sequence Header Fi e i d/ 

invalid value of Al^a V*™** ****** Pleld ' 
invalid value of Alpha Header Pield ' 

invalid value of AlphJ *! qUenCe Head ^ Field, 
invalid value of aS* ff qUence H -der Field, 
invalid valil S Alp^ ST 0 * HMder Field ' 
Invalid value^ of aSJ f quence Header Field, 

invalid value of Alpha ^ Header Field ' 
invalid value of JSa SeT^ Field ' 
invalid value of A ph sta Pield ' 
invalid value of aS* T * * ****** Pield ' 
invalid value of tlT a ****** Fi ^' 

invalid value of Alp£a '! qUenCe Heade ^ "eld, 
invalid value of JSj! Sequence Header Field, 
invalid valS of tlltt l? umc * ****** Field ' 

invalid value^ of a IT*™* Pield ' 

or Alpha Sequence Header Field, 



:133 M:246 W: 
••157 M:246 W: 
:360 M:246 W: 
'379 M:246 W: 
398 M:246 W: 
417 M:246 W: 
436 M:246 W: 
:518 M:246 W: 
:536 M:246 W: 
:554 M:246 W: 
:606 M:246 W: 
:625 M:246 
:643 M:246 
661 M:246 
680 M.-246 W: 
•*699 M:246 W: 
:786 M:246 W: 
:806 M:246 W: 
:826 M:246 W: 
:901 M:246 W: 
919 M:246 W: 
937 M:246 W: 
988 M:246 W: 
:1006 M:246 W: 
••1024 M:246 W: 
•1042 M:246 W: 
:1123 M:246 W: 
:1143 M:246 W: 
:1163 M:246 W: 
:1232 M:246 W: 
1250 M:246 W: 
1268 M:246 W: 
1355 M:246 W: 
1374 M:246 W: 
1414 M:246 
1495 M:246 
1513 M:246 



W: 
W: 
W: 



1550 M:246 W: 



W: 



=1631 M:246 
1651 M:246 W: 
1671 M:246 W: 
1746 M:246 W: 



[FRAGMENT TYPE 
[FRAGMENT TYPE, 
[FRAGMENT TYPE: 
[FRAGMENT TYPE: 
[FRAGMENT TYPE: 
[FRAGMENT TYPE: 
[FRAGMENT TYPE : 
[FRAGMENT TYPE: 
[FRAGMENT TYPE: 
[FRAGMENT TYPE : 
[FRAGMENT TYPE : 
[FRAGMENT TYPE: 
[FRAGMENT TYPE: 
[FRAGMENT TYPE: 
[FRAGMENT TYPE: 
[FRAGMENT TYPE: 
[FRAGMENT TYPE: 
[FRAGMENT TYPE: 
[FRAGMENT TYPE: 
[FRAGMENT TYPE: 
[FRAGMENT TYPE: 
[FRAGMENT TYPE: 
[FRAGMENT TYPE: 
[FRAGMENT TYPE 
[FRAGMENT TYPE 
[FRAGMENT TYPE 
[FRAGMENT TYPE 
[FRAGMENT TYPE 
[FRAGMENT TYPE 
[FRAGMENT TYPE 
[FRAGMENT TYPE 
[FRAGMENT TYPE 
[FRAGMENT TYPE 
[FRAGMENT TYPE 
[FRAGMENT TYPE 
[FRAGMENT TYPE; 
[FRAGMENT TYPE; 
[FRAGMENT TYPE 
[FRAGMENT TYPE 
[FRAGMENT TYPE 
[FRAGMENT TYPE 
[FRAGMENT TYPE 



:]/ 
], 
], 
], 
]/ 
]/ 



] , 
], 
]/ 
J / 
]/ 
], 
J r 
], 

], 
]/ 
], 
]/ 
], 
:]/ 
:]/ 
:]/ 
:]/ 
:]/ 
:], 
:]/ 
:]/ 
:]/ 

:]/ 
:]/ 
:] 
:] 
:] 
:] 
:] 



] 

/ SeqNo=l 
, SeqNo=2 
SeqNo=3 
SeqNo=4 
SeqNo=5 
SeqNo=6 
SeqNo=15 
SeqNo=16 
SeqNo=17 
SeqNo=18 
SeqNo=19 
SeqNo=21 
SeqNo=22 
SeqNo=23 
SeqNo=2 5 
SeqNo=26 
SeqNo=2 7 
SeqNo=28 
SeqNo=29 
SeqNo=30 
SeqNo=32 
SeqNo=33 
SeqNo=34 
SeqNo=36 
SeqNo=37 
SeqNo=38 
SeqNo=40 
f SeqNo=41 
- SeqNo=42 
■ SeqNo=4 3 
SeqNo=45 
SeqNo=46 
SeqNo=4 7 
SeqNo=49 
SeqNo=50 
SeqNo=51 
SeqNo=53 
SeqNo=54 
SeqNo=56 
SeqNo=58 
SeqNo=59 
SeqNo=61 
SeqNo=63 
SeqNo=64 
SeqNo=65 
SeqNo=67 
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VERIFICATION SUMMARY 
PATENT APP L1CATI o N: US/ 0 9/965/099 



Input Set : 
Output Set: 



N' \Crf3\RULE60\09965099.txt 
N:\CRF3\01102002\l965099rraw 



DATE : 01/10/2002 
TIME: 09:26:43 



L.-1764 M.-246 W- Invalid 

aaer Fl «ld, [FRAGMENT TYPE 
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SeqNo=68 
SeqNo=69 
SeqNo=71 
SeqNo=72 
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